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Number of intersections

7] Shuffled [ True

Total nb. of intersections per region type

2500

2000=

p=6.5e-34 @ p=6.7e-32
15004 FESWENES :
1000+
p=4.3e-295 p=1.3e-74
500+ p=8.5e-297 p=6.3e-29
=1.5e-08
_I T

°

cps
gene |

1
o
exon | S
1]
i
©o
W

Introns

Terminator | .

stop_codon h I

Promoters
start_codon
five_prime_utr
Intergenic
transcript
three_prime_utr



Volcano plot (for both N and S statistics)
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