
ctcf_binding_site ctcf_binding_site_rank dnasei dnasei_rank enhancer enhancer_rank
ctcf_binding_site 106103.0 60698.0 11065.0 69305.0 120086.0 65804.0
ctcf_binding_site_rank 0.75 0.5 0.25 0.75 1.0 0.75
dnasei 4659.0 108305.0 103730.0 35846.0 28692.0 94054.0
dnasei_rank 0.25 0.75 0.75 0.75 0.25 1.0
enhancer 17079.0 34505.0 51281.0 35109.0 59692.0 123354.0
enhancer_rank 0.25 0.5 0.5 0.5 0.5 1.0
exon 34385.0 17671.0 55984.0 122707.0 5885.0 44161.0
exon_rank 0.25 0.75 0.75 1.0 0.25 0.5
intron 15781.0 104858.0 75955.0 66628.0 4900.0 91632.0
intron_rank 0.5 1.0 0.5 1.0 0.25 1.0
open_chromatin_region 116775.0 3317.0 46425.0 109728.0 66225.0 87505.0
open_chromatin_region_rank 1.0 0.25 0.5 1.0 0.5 0.75
promoter 16153.0 46755.0 118927.0 38384.0 121216.0 106278.0
promoter_flanking_region 92383.0 48606.0 66903.0 30310.0 5244.0 43578.0
promoter_flanking_region_rank 1.0 0.75 0.75 0.5 0.25 0.5
promoter_rank 0.5 0.5 0.75 0.75 1.0 0.75
targets 56582.0 62486.0 27597.0 4382.0 78066.0 36233.0
targets_rank 0.5 0.5 0.75 0.25 0.5 0.5
tf_binding_site 25249.0 2647.0 120001.0 114359.0 35386.0 63704.0
tf_binding_site_rank 0.5 0.25 1.0 1.0 0.5 0.75


